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Assistant Professor (tenure track), Department of Biostatistics,
Columbia University, New York, NY

Assistant Member, Vaccine and Infectious Disease Division
Assistant Member, Public Health Sciences Division
Fred Hutchinson Cancer Research Center, Seattle, WA

Member, Fred Hutch/University of Washington Cancer Consortium,
Seattle, WA

Affiliate Assistant Professor, Department of Biostatistics, University
of Washington, Seattle, WA

Associate Member, Vaccine and Infectious Disease Division
Associate Member, Public Health Sciences Division
Fred Hutchinson Cancer Research Center, Seattle, WA

Affiliate Associate Professor, Department of Biostatistics, University
of Washington, Seattle, WA

Full Professor, Vaccine and Infectious Disease Division
Full Professor Public Health Sciences Division
Fred Hutchinson Cancer Research Center, Seattle, WA

Affiliate Professor, Department of Biostatistics, University of
Washington, Seattle, WA

Fudan University Merit Award

Fudan University Merit Award

Fudan University Merit Award, top performance in classwork
Outstanding Graduate, Fudan University

Premium for Academic Excellence Award, Graduate College, lowa
State University, Ames, |IA

Sigma Xi

Vera David Graduate Fellowship in Statistics, awarded to top
female students for the second year of study, lowa State University,
Ames, |IA

Phi Kappa Phi

Student Travel Award, Health Science Policy Section, Joint
Statistical Meetings

Cancer Center Support Grant Recruitment Award

W.J. Youden Award in Interlaboratory Testing, American Statistical
Association

SPAIG (Statistical Partnerships Among Academe, Industry &
Government) Award, American Statistical Association

PROFESSIONAL ORGANIZATIONS

2010-

American Statistical Association
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2011-

2011-
2012-

Institute of Mathematical Statistics

Eastern North American Region of the International Biometric
Society

International Chinese Statistical Association

International Biometric Society

TEACHING RESPONSIBILITIES

2000

2004

2010

2011

2012

2013

2014

Teaching Assistant, Multivariate Statistical Methods STAT501,
Department of Statistics, lowa State University, Ames, IA

Teaching Assistant, Correlated Data Analysis BIOST540,
Department of Biostatistics, University of Washington

Instructor, Theory of Multivariate Analysis BIOST-P8129,
Department of Biostatistics, Columbia University

Guest Lecturer, Statistical methods for the evaluation of biomarkers
and medical tests BIOST-B578, Department of Biostatistics,
University of Washington

Co-Instructor, Module 10: Evaluating Immune Correlates of
Protection and Vaccine Effects on Pathogen Sequences, Summer
Institute in Statistics and Modeling of Infectious Diseases,
Department of Biostatistics, University of Washington

Co-Instructor, Module 8: Evaluating Immune Correlates of
Protection, Summer Institute in Statistics and Modeling of Infectious
Diseases, Department of Biostatistics, University of Washington
Co-Instructor, Module 8: Evaluating Immune Correlates of

Protection, Summer Institute in Statistics and Modeling of Infectious
Diseases, Department of Biostatistics, University of Washington

A. Post-Doctoral Fellows

2011-2013
2011-2014
2013-2014
2013-2015
2014-2016
2016-2017
2016-2018
2016-2018
2017-2020
2020-

Shuxin Yin, PhD (co-mentor with Youyi Fong)
Chaeryon Kang, PhD (co-mentor with Holly Janes)
Shibasish Dasgupta, PhD

Soyoung Kim, PhD

Sayan Dasgupta, PhD (co-mentor with Ying Qing Chen)
Bin Yao, PhD

Lu Wang, PhD

Juhee Cho, PhD

Tao Yang, PhD

Brian Williamson, PhD

B. PhD Candidates

2010-2012

2012-2014

2014-2016

Erin Gabriel, Department of Biostatistics, University of Washington,
Seattle, WA (Reading Committee)

Cheng Zheng, Department of Biostatistics, University of
Washington (Reading Committee)

Wenying Zheng, Department of Biostatistics, University of
Washington (Reading Committee)



2015-2017 Yingying Zhuang, Department of Biostatistics, University of
Washington (Co-Chair with Peter Gilbert)

. MS Candidates

2010-2012  William Cumberland, Department of Biostatistics, University of
Washington, Seattle, WA (Reading Committee)

2016 Kehao Zhu, Department of Biostatistics, University of Washington
(Co-Chair with Andrew Zhou)

2018 Xiaoyue Wang, Department of Biostatistics, University of
Washington (Reading Committee)

2019 Qiangian Chen, Department of Biostatistics, University of

Washington (Reading Committee)
. Graduate Student Research Assistants

2014 Rong Fu, Department of Biostatistics, University of Washington

2015-2016 Andrew Spieker, Department of Biostatistics, University of
Washington

2016-2017 Yingying Zhuang, Department of Biostatistics, University of
Washington

2016-2017 Jason Shao, Department of Biostatistics, University of Washington
2016-2018 Arash Tarkhan, Department of Biostatistics, University of

Washington
. Summer Intern
2019 Wenbo Jin, Department of Statistics, Peking University

. Reading Course

2013 Jing Fan, Department of Biostatistics, University of Washington (co-
supervised reading course with Margaret Pepe)

. Invited Talks (Local and Network)

2008 “Evaluating and comparing risk prediction markers.” Biostatistics

and Biomathematics Seminar, Fred Hutchinson Cancer Research
Center, Seattle, WA

2011 “‘“ADCC/ADCVI comparison study.” RV144 Preliminary Laboratory
Project Briefing Meeting, Seattle, WA
2011 “A new logistic regression based framework on standardized

markers in biomarker evaluation.” Faculty Retreat, Vaccine and
Infectious Disease Division, Fred Hutchinson Cancer Research
Center

2011 “Design and estimation in evaluation of principal surrogate markers
in vaccine trials.” Department of Biostatistics, University of
Washington, Seattle, WA

2012 “Design and estimation for evaluating the immune surrogates in
HIV vaccine trials.” VIDD Faculty Seminar, Fred Hutch
2015 “Statistical methods for down-selection of HIV vaccine regimens

based on immune response biomarkers.” Clinical Trials Affinity
Group Seminar, Fred Hutch



2016

2016

2017

“Utilizing biomarkers in cancer and vaccine research.” Data
Science Workshop, Fred Hutch

“The relationship between immune responses to tetanus vaccine,
hepatitis B vaccine and a pox-protein HIV vaccine regimen.” HIV
Vaccine Trials Network (HVTN) Full Group Meeting, Seattle, WA
“Statistical Analyses for HVTN 097 Trial” HIV Vaccine Trials
Network (HVTN) Full Group Meeting, Seattle, WA

EDITORIAL RESPONSIBILITIES

2010-2016
2013-2014
2015-

2015-
2016-2019

2016
2018
2019
2020

Editorial Board, Journal of Biometrics and Biostatistics

Editorial Board, Clinical Research in HIV/AIDS

Committee for W.J. Youden Award in Interlaboratory Testing,
American Statistical Association

Associate Editor, Biometrics

Editorial Board, Epidemiology and Prevention Section, Cancer
Research

Grant Reviewer for NIH Cancer Biomarker Study Section (CBSS)
Grant Reviewer on NIH review panel for NIGMS MIRA applications
Grant Reviewer on NCI Omibus R03 Review Panel

Grant Reviewer on NIH R21 Review Panel

SPECIAL NATIONAL RESPONSIBILITIES

2009

2009

2010

2012

2013-

2015

2017

2019

Master Student Admission Committee, Department of Biostatistics,
Columbia University, New York, NY

Grader for 2009 PhD Theory Exam, Department of Biostatistics,
Columbia University, New York, NY

Chair, “Spatial Epidemiology and Disease Mapping,” Joint
Statistical Meetings, Vancouver, BC, Canada

Organizer, “Statistical Methods for Evaluating Surrogate
Biomarkers” (invited session), International Chinese Statistical
Association Applied Statistics Symposium, Boston, MA

Reviewer, Publications and Presentations (P & P) Committee,
Women’s Health Initiative (WHI)

Chair, “Risk Prediction Modeling in Clinical Trials,” Joint 24™ ICSA
Applied Statistics Symposium and 13" Graybill Conference, Fort
Collins, CO

Chair, “Challenges and Advances in Statistical Inference for
Problems with Nonregularity in the Era of Big Data,” Joint Statistical
Meetings, Baltimore, MD

Organizer, “Modern statistical methods for biomarker evaluation,

disease screening, and personalized medicine with complex data”
(invited session) WNAR/IMS Annual Meeting, Portland, OR.

SPECIAL LOCAL RESPONSIBILITIES



2013-

2013-2015

2013

2015

2016

2018-

Director, Immune Correlates Affinity Group, Vaccine and Infectious
Disease Division, Fred Hutchinson Cancer Research Center,
Seattle, WA

Member, Student Admissions Committee, Department of
Biostatistics, University of Washington, Seattle, WA

Grader for PhD Applied Exam, Department of Biostatistics,
University of Washington

Grader for PhD Applied Exam, Department of Biostatistics,
University of Washington

Member, Search Committee, Biostatistician Faculty Position,
Vaccine and Infectious Disease Division, Fred Hutch

Member, HVTN Protocol Committee, HIV Vaccine Trials Network

RESEARCH FUNDING

A. Current
2013-2020

2013-2020

2020-2024

2015-2020

2016-2021

Sponsor: NIH/NIGMS NCE

R01 GM106177

Title: Statistical Methods for Selection and Evaluation of
Biomarkers

Total Costs: $291,090

Role: Principal Investigator

Sponsor: NIH/NIAID

UM1 Al068635

Title: Statistical Data and Management Center: HIV Vaccine Trials
Network

Total Costs: $78,721,187

Pl: Peter Gilbert

Role: Faculty Statistician

Sponsor: NIH/NIAID

R37 Al054165

Title: Statistical Methods in HIV Vaccine Efficacy Trials
Total Costs: $1,512,976 (current cycle only)

Pl: Peter Gilbert

Role: Faculty Statistician

Sponsor: NIH/NIAID (Subaward from University of California, Davis,
CA)

R0O1 Al118590

Title: How Did a Vaccine Enhance HIV Acquisition?
Total Costs: $25,862

PI: Miller

Role: Consortium Principal Investigator

Sponsor: NIH/NCI

U24 CA086368



2020-2024

2016-2021

2016-2021

. Past

2007-2009

2008-2009

2010-2012

Title: Early Detection Research Network: Data Management and
Coordinating Center

Total Costs: $4,415,020
Pl: Feng
Role: Co-Investigator

Sponsor: NIH/NCI
R01 CA119171

Title: Nutrition and Physical Activity Assessment Study
Total Costs: $669,915

Pl: Neuhouser
Role: Co-Investigator

Sponsor: NIH/NCI (subaward from Van Andel Research Institute)
U01 CA152653

Title: Detection and Prognosis of Early-Stage Pancreatic Cancer by
Interdependent Plasma Markers

Total Costs: $53,993

Pl: Haab
Role: Consortium Principal Investigator

Sponsor: NIH/NCI (subaward from MD Anderson)
U01 CA152653

Title: A Clinical Validation Center for Early Detection of Pancreatic
Cancer

Pl: Maitra
Role: Consortium Principal Investigator

Sponsor: NIH/NHLBI

HHSN268200764314C

Title: Genome-wide Association Study on Breast Cancer within the
Women'’s Health Initiative (WHI)

Pl: Prentice

Role: Research Associate

Sponsor: NIH/NIGMS

R0O1 GM082802

Title: Statistical Methods for Integrative Analysis of Genomics and
Proteomics Data

PI: Wang

Role: Research Associate

Sponsor: NIH/NCI

R01 CA152089

Title: Statistical Methods for Evaluating Markers for Treatment
Selection



2011-2016

2012-2017

2012-2017

2013-2017

2015

2015

2016-2019

PI: Holly Janes
Role: Co-Investigator

Sponsor: NIH/NCI

P01 CA053996

Title: Statistical Methods for Medical Studies
Pl: Prentice

Role: Co-Investigator

Sponsor: NIH/NCI (subaward from Van Andel Research Institute)
U01 CA168896

Title: Targeted Glycomics and Affinity Reagents for Cancer
Biomarker Development

Pl: Haab

Role: Consortium Principal Investigator

Sponsor: NIH/NIGMS

R01 GM054438

Title: Statistical Methods for Medical Tests and Biomarkers
Pl. Margaret Pepe

Role: Co-Investigator

Sponsor: Department of Defense (subcontract from Henry M.
Jackson Foundation)

USAMRAA W81XWH

Title: Statistical and Data Management Support for Analysis
Related to Vaccine Trial (RV144) and Associated Trials

Pl: Peter Gilbert

Role: Faculty Statistician

Sponsor: Women’s Health Initiative

Title: WHI-CCC Feasibility Study: Assessing Sodium and
Potassium in 24-h and Spot Urines: Feasibility of Calibrating Self-
Reported Diet for Use in WHI CVD Association Studies

Pl: Tinker
Role: Co-Investigator

Sponsor: Program for Appropriate Technology (subaward from
PATH)

Title: Comparison of Commonly Used Diagnostic Tests to Detect
Typhoid Fever Using Latent Class Analysis (LCA)

Role: Subaward Principal Investigator

Sponsor: Sanofi Pasteur, Inc.
SRA171204

Title: Bridging Methods Application in Dengue Vaccine Adults Data
and Support to the Type C/PreBLA Meeting

Total Costs: $578,884

Pl: Peter Gilbert

Role: Faculty Statistician



2016-2019 Sponsor: Sanofi Pasteur, Inc.
SRA171204

Title: Bridging Methods Application in Dengue Vaccine Adults Data
and Support to the Type C/PreBLA Meeting

Total Costs: $578,884

Pl. Peter Gilbert

Role: Faculty Statistician
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8. Benjamin Logsdon, James Dai, Ying Huang, Li Hsu, Alexander P. Reiner, Ross
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26.Sayan Dasgupta, Ying Huang (2016) Selecting biomarkers for building optimal
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Surrogate Markers with A Pseudoscore Approach and Simultaneous Inference.
International Biometric Conference, Victoria, BC, Canada.
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32. Xiaoling song, Ying Huang, Marian L. Neuhouser, Lesley F. Tinker, Mara Z.
Vitolins, Juned Siddique, Ross L. Prentice, Johanna W. Lampe. (2017) Dietary
long-chain fatty acids and carbohydrate biomarkers evaluation in a controlled
feeding study in women from the Women’s Health Initiative Cohort. Experimental
Biology, Chicago, MD.

33.Daniel Barnett, Ying Liu, Katie Partyka, Galen Hostetter, Herbert Zeh, Aatur D.
Singhi, Ying Huang, Richard Drake, Randall E. Brand, and Brian B. Haab.
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Cancer Research (AACR) Annual Meeting, Washington, DC.

34.Lesley Tinker, Ying Huang, Marian Neuhouser, Johanna Lampe, Xiaoling Song,
Linda Van Horn, Laura Carbone, Karen Johnson, JoAnn Manson, Yasmin
Mossavar-Rahmani, Simin Liu, Linda Snetselaar, Ross Prentice. (2017)
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in a controlled feeding study. WHI Investigator Meeting.

35.Zoe Moodie, Michal Juraska, Ying Huang, Yingying Zhuang, Youyi Fong, Steven
G. Self, Laurent Chambonneau, Robert Small, Nicholas Jackson, Fernando
Noriega, Peter B. Gilbert. (2017) Correlates of risk and protection for CYD-TDV,
the first licensed dengue vaccine in endemic countries. 66™ Annual Meeting of
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Maryland.

36. Peter B. Gilbert, Ying Huang, Michal Juraska, Zoe Moodie, Youyi Fong,
Alexander Luedtke, Yingying Zhuang, Jason Shao, Lindsay Carpp, Nicholas
Jackson, Laurent Chambonneau, Alain Bouckenooghe, Betzana Zambrano,
Carina Frago, Sophie Pallardy, Fernando Noriega. (2017) Bridging efficacy of a
tetravalent dengue vaccine from Children/Adolescents to adults in high endemic
countries based on neutralizing antibody response. 66" Annual Meeting of
American Society of Tropical Medicine & Hygiene (ASTMH), Baltimore,
Maryland.

37.Lu Wang, Ying Huang (2017) Evaluating classification performance of
biomarkers in two-phase case-control studies. JSM 2017, Baltimore, MD.

38.Juhee Cho, Ying Huang (2017) Test for a change point in the linear combination
of risk predictors. JSM 2017, Baltimore, MD.

39.Youyi Fong, Chongzhi Di, Ying Huang, Peter Gilbert (2017) Model-robust
inference for continuous threshold regression models. JSM 2017, Baltimore, MD.

40.Tao Yang and Ying Huang (2018) Change point inference in presence of
missing covariate. ENAR 2018, Atlanta, GA.

41.Johanna W Lampe, Cheng Zheng, Xiaoling Song, Daniel Raftery, Nagana
Gowda, Danijel Djukovic, Ying Huang, Shirley AA Beresford, Lesley F Tinker,
Ross L Prentice, Marian L Neuhouser.Metabolomics approach to characterizing
total carbohydrate intake in a controlled feeding study in participants from the
Women'’s Health Initiative (WHI) cohort. 14th International Conference of the
Metabolomics Society, June 24-28, 2018, Seattle, WA

42.Lamar Ballweber Fleming, Erica Andersen-Nissen, Andrew Fiore-Gartland,
Anneta F. Naidoo, Lindsay N. Carpp, Michael S. Harper, Ying Huang, Glenda
Gray, M. Juliana McElrath and NIAID HIV Vaccine Trials Network. Systems
analysis of innate and adaptive immune responses to the RV144 ALVAC HIV
vaccine in a South African HIV uninfected cohort. HIVR4P 2018, Madrid, Spain.

43.Ben Staal, Daniel Barnett, Zonglin He, Ying Huang, Katie Partyka, Aatur Singhi,
Richard Drake, Anirban Maitra, Randall Brand, Brian Haab. The sTRA glycan is
complementary to CA19-9 as a serological biomarker of pancreatic cancer.
Human Proteome Organization 2018, Orlando, FL.

44.Yiwen Zhang, Cheng Zheng, Ying Huang, Ross Prentice. An objective
biomarker development for regression calibration. 2018 ICSA Midwest Chapter
Meeting.Glenview, IL.

OTHER

A. Invited Talks (National and International)
2007 “Evaluating the predictiveness of continuous biomarkers in case-control
studies.” WNAR/IMS annual meeting, Irvine, CA.
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2008 “Borrowing information across populations in evaluating risk prediction
markers.” Brown University Center of Statistical Sciences, Providence, RI.

2010 “Assessing the capacity of biomarkers to predict individual-level treatment
effect.” WNAR/IMS Annual Meeting. Seattle, WA.

2010 “Assessing the capacity of biomarkers to predict individual-level treatment
effect.” University of Wisconsin Madison, Department of Biostatistics and
Bioinformatics Seminar, Madison, WI.

2010 “Comparing Biomarkers As Principal Surrogate Endpoints.” First Joint
Biostatistics Symposium. Beijing, China.

2012 “Sampling design optimization and estimation for evaluating principal
surrogate markers in HIV vaccine trials”. ICSA Applied Statistical Symposium,
Boston, MA.

2012 “Design and estimation in evaluation of principal surrogate marker in
vaccine trials”. Joint Statistical Meetings, San Diego, CA.

2013 “Personalized evaluation of biomarker value: a cost-benefit perspective.”
Eastern North American Region (ENAR)/International Biometric Society (IBS)
Annual Meeting, Orlando, FL.

2013 “Combining biomarkers to maximize treatment selection benefit”. Joint
Statistical Conference by the International Chinese Statistical Association (ICSA)
and the International Society for Biopharmaceutical Statistics (ISBS),
Washington, D.C.

2013 “Identifying optimal biomarker combinations for treatment selection
through randomized controlled trials”. Department of Biostatistics, MD Anderson
Cancer Center, Houston, TX.

2014 “Ildentifying optimal biomarker combinations for treatment selection
through randomized controlled trials”. 7" Annual Conference on Statistical Issues
in Clinical Trials, Department of Biostatistics and Epidemiology, University of
Pennsylvania, Philadelphia, PA.

2014 “HVTN correlates program: down selection”. HVTN Full Group Meeting,
Washington, DC.

2015 “Personalized evaluation of biomarker value in risk prediction and
treatment selection: a cost-benefit perspective”. Joint Statistical Meetings,
Seattle, WA.

2015 “Identifying optimal biomarker combinations for treatment selection
through randomized controlled trials”. Joint 24™ |CSA Applied Statistics
Symposium and 13" Graybill Conference.

2016 “Evaluation of Immune Biomarkers as Principal Surrogate Endpoints in
Vaccine Trials under a Multi-phase Sampling Framework”. 2016 1ISA
International Conference on Statistics, Corvallis, OR.

2016 “ldentifying Optimal Biomarker Combinations for Treatment Selection
Using Data from Randomized Controlled Trials”, 22" International Conference
on Computational Statistics (COMPSTAT 2016), Oviedo, Spain.

2016 “Bridging overall vaccine efficacy to a new setting utilizing immune
correlates of protection”. Center for Statistics, Southwestern University of
Finance and Economics, Chengdu, Sichuan, China.
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2017 “Predicting Overall Vaccine Efficacy in a New Setting by Re-Calibrating
Baseline Covariate and Immune Response Endpoint Effect Modifiers of
Genotype-Specific Vaccine Efficacy”. 5™ Annual IDM Modeling Symposium,
Bellevue, WA.

2017 “Select biomarkers for building optimal treatment selection rules using
kernel machines”. IMS China International Conference on Statistics and
Probability, Nanning, Guangxi, China.

2017 *“Evaluation of subgroup-specific incremental value of new markers for
treatment selection”. Joint Statistical Meetings, Baltimore, MD.

2017 “Inferential procedures for the use of biomarkers in treatment selection”.
Department of Statistics, University of California, Riverside, CA.

2017 “Inferential procedures for the use of biomarkers in treatment selection”.
Department of Biostatistics, University of Pittsburgh, Pittsburgh, PA.

2018 Discussant for “Estimation and evaluation of linear individualized
treatment rules to guarantee performance”, International Biometrics Society
Journal Club

2018 “Identification of Optimal Biomarker Combination for Treatment-Selection
in the Presence of Missing Data”. ICSA Applied Statistics Symposium, New
Brunswick, NJ.

2018 “Evaluating principal surrogate markers in vaccine trials in the presence of
multiphase sampling”. ICSA China Conference with the Focus on Data Science,
Qingdao, China

2018 “Robust combination of biomarkers for classification with covariate
adjustment”. Joint Statistical Meetings, Vancouver, BC, Canada.

2018 “Identification of the optimal treatment regimen in the presence of missing
covariates”. The First Symposium on Biostatistics and Data Science, Department
of Biostatistics, Peking University, Beijing, China.

2019 “Inferential procedures for assessing the incremental value of new
biomarkers based on logic rules”. Department of Statistics, Penn State
University, State College, PA.

2019 “Inferential procedures for assessing the incremental value of new
biomarkers based on logic rules”. WNAR/IMS Annual Meeting, Portland, OR.
2019 “Inferential procedures for assessing the incremental value of new
biomarkers based on logic rules” (topic contributed). Joint Statistical Meetings,
Denver, CO.

2019 “Threshold-based subgroup testing in logistic regression models”, the 11™
ICSA International Conference, Hangzhou, China.

. Contributed Presentations (Local, National, International)
2006 Estimating the predictiveness curve in case-control studies. Poster

presented at the Joint Statistical Meetings, Seattle, WA.

2006 Evaluating continuous risk prediction markers in case-control studies.
Poster presented at the XXIII International Biometric Conference, Montréal,
Québec, Canada.

2007 Evaluating the predictive capacity of a continuous biomarker. Joint
Statistical Meetings, Salt Lake City, UT.
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2008 Borrowing information across populations in evaluating risk prediction
markers. WNAR/IMS annual meeting, Davis, CA.

2008 Meta-analysis method for evaluating population-specific PPV and NPV.
Poster presented at the 5" EDRN Scientific Workshop, Bethesda, MD.

2010 Comparing biomarkers as principal surrogate endpoints. Joint Statistical
Meetings, Vancouver, BC, Canada.

2010 Comparing biomarkers as principal surrogate endpoints. Young
Investigator Workshop, Vancouver, BC, Canada.

2010 Logistic regression based framework for borrowing information across
population in evaluating risk prediction markers. ENAR Annual Meeting, New
Orleans, LA.

2012 Design and Estimation for Principal Surrogate Markers in Vaccine Trials.
XXVIth International Biometric Conference, Kobe, Japan.

2013 Robust Kernel Method for Identifying Marker Combinations in Treatment
Selection, The Ninth ICSA International Conference, Hong Kong.

2014 Statistical Methods for Selection of HIV Vaccine Regimens based on
Immune Response Biomarkers. WNAR/IMS Conference, Honolulu, HI.

2015 Statistical Methods for Down-Selection of HIV Vaccine Regimens based
on Immune Response Biomarkers. IMS-China International Conference on
Statistics and Probability. Kunming, Yunnan, China.

2016 Evaluating and comparing biomarkers in two-phase case-control studies.
International Biometric Conference (IBC), Victoria, BC, Canada.

2016 The relationship between immune responses to tetanus vaccine, hepatitis
B vaccine and a pox-protein HIV vaccine regimen. HIV Research For Prevention
Conference (HIVR4P), Chicago, IL.

2018 Validating multiple EDRN PDAC biomarkers on a common testing set. The

33" EDRN Steering Committee Meeting, Cambridge, MA.

2018 A meta-analysis to evaluate the relationship between serum neutralizing
antibody titer and protection against SHIV challenge in nonhuman primates. HIV
Research for Prevention Conference (HIVR4P), Madrid, Spain.
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